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Analysis of a Quantitative Trait Measurement Model to Diagnose the
Effect of Genetic Inheritance using the Max Likelihood Method
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Abstract:

A locus (section of DNA) known as a quantitative trait locus (QTL) corresponds with
guantitative trait variance in an organism group's phenotype. It is common practice to utilize
quantitative trait loci analysis (QTL), a statistical technique for the quantitative
measurement of traits certain chromosomal areas that are naturally influenced by a gene.
Genetic statistical analysis is the study of one or more environmental factors, specifically
the external environment .
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Later on, permutation tests were employed to assess the test hypothesis. In order to perform
a permutation test, 5000 exchange samples were used. After computing the statistic
(—2logA) for each sample, the critical values were then calculated using the graphical
representations of the sample permutation distributions.
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