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Pseudomonas aeruginosa chromosome, complete genome
Sequence ID: ref[INC_002516.2|Length: 6264404Number of
Matches: 1

Features:

16S rRNA-processing protein RimM
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GAGAGAGGGCAACTCGCTACGCGGGATGCAGATCTCGTAACCG
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(A
196405
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GAGAGAGGGCAACTCGCTACGCGGGATGCAGATCTCGTAACCG
GTGAAGGTGCGGGCCTC 4196464
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TTCGCGATCGTCGAGCCCCTTGAGCTTGGCGGCCAGGACCTTGC
CATGCAGGCGCCCCCT 120

(A,
65
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TTCGCGATCGTCGAGCCCCTTGAGCTTGGCGGCCAGGACCTTGC
CATGCAGGCGCCCCCT 4196524
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U R
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O doiaall Gaall 13 o) (19) Saldl aag (V) J&3

il LSl aoll) i) Sleadl Ll Ay iajall cYLAT)
O 2a 208 Le PLA ey PAK 280 AL 3920 d)las3l)
Alil) Apiayell Y32l e Jg el @Pr s Aaldl)l calagtal)

cosial i) Adliae YL 3x5 dgyladll il LSy

Pseudomonas aeruginosa chromosome, complete genome
Sequence ID: ref[NC 002516.2|L ength: 6264404Number of Matches: 1
Features:
alkaline protease
Query 4
ACTACTCCCTGCACAGCGACAGCGGCCTGCCGGACTACGTG
ACCGATTCCGCCGCCTCCG 63
||||||||||||||| |||||||||||||||||||||||||||||||||||||||||||

Shjct 36
ACTACTCCCTGCACAAGGACAGCGGCCTGCCGGACTACGTG
ACCGATTCCGCCGCCTCCG 3689914
Query 64
CCACCGCCTGGTCCACCGGGGTCAAGTCGTACAACGGCGCG
ATCGGCGTGGATATCCACG 123
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbhjct 36
CCACCGCCTGGTCCACCGGGGTCAAGTCGTACAACGGCGCG
ATCGGCGTGGATATCCACG 3689974
Query 124
AACAGCCGCACCGCAACCTGCTGGAGCTGGCCAAGCTCAAC
GGCAAGGCCACCGGCAACG 183
(I A
Shjct 3689975
AACAGCCGCACCGCAACCTGCTGGAGCTGGCCAAGCTCAAC
GGCAAGGCCACCGGCAACG 3690034
Query 184
TCTCCACCGCCGAGCTGCAGGACGCCACCCCCGCCGCCCTG
CTCGCCCACGTCACCGCTC 243
II||||||||||||I||I||I||I||I||I|||||||||I||I||I||I||I|II|||||

Shjct 36
TCTCCACCGCCGAGCTGCAGGACGCCACCCCCGCCGCCCTG
CTCGCCCACGTCACCGCTC 3690094
Query 244
GCAAGTGCTACGGTCCCGAGGCCACCAGCAAGCAGTGCCCG
AGCAATGCCCTGGAGAACG 303
TN,
Shjct 3690095
GCAAGTGCTACGGTCCCGAGGCCACCAGCAAGCAGTGCCCG
AGCAATGCCCTGGAGAACG 3690154

Query 304
GCGGCGCCGGCTCGATCACCGAGCAGTGGCTGAAGACCCGC
CCTGACGTGGTTCTCGGCG 363

(A A
Sbjct 3690155

GCGGCGCCGGCTCGATCACCGAGCAGTGGCTGAAGACCCGC
CCTGACGTGGTTCTCGGCG 3690214

Query 364
GCGGCGCCGCGACCTTCGCGGAAACCGCCAAGGCTGGCCGC
TATGCCGGCAAGACCCTCC 423

II||||||||||||I||I||I||I||I||I|||||||||I||I||I||I||I|II|||||

Shjct 3690215
GCGGCGCCGCGACCTTCGCGGAAACCGCCAAGGCTGGCCGC
TATGCCGGCAAGACCCTCC 3690274

Query 424
GCGCCCAGGCCGAAGCCCGCGGCTACGCAATCGTCGAGACC
CT 466

A

Shjct 3690275
GCGCCCAGGCCGAAGCCCGCGGCTACCGGATCGTCGAGAAC
CT 3690317

apH Gaall Adiag il o lglll cdlulad (Y) Js&
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Pseudomonas aeruginosa PAOL chromosome, complete
genome

Sequence ID: ref[NC_002516.2|Length: 6264404Number of
Matches: 1

Features:
elastase LasB

Query 1
TATAGCCCTCGGATGCCTCGCCGGCCATGTCGGAGAACG
CTTCGTTCATTCCGAAGTTAC 60

(IR

Shjct 4169361
TATAGAACTCGGCAGCCTCGCCGGCCATGTCGGAGAACG
CTTCGTTCATTCCG--CCT-- 4169416

Query 61
CATTGCCCGCGGTAGATCAGCCCGGAGTTCTGCTCAAGT-
AAGCCGTGGCTGACCTCGTG 119

(IR AR AT

Shjct 4169417
GATTGCCCGCGGTAGATCAGCCCGGAGTTCTGCTC-
GGTGAAGCCGTGGCTGACCTCGTG 4169475

Query 120
GGCCGCCACGTCCAGCCCCACCAGCGGATAGAACAAAA
AAGGTGGCGCCGTCGCCGAAGA 179

(IR AATIIRARA  AAARARCAAAA
Shjct 4169476
GGCCGCCACGTCCAGCGACACCAGCGGATAGAAC----
ATGGTGGCGCCGTCGCCGAAGA 4169531

Query 180 GCATCGCCGTGCCGTCCCAGTAGG---
TCTCCACGCTGCGCCCG 220

TR

Sbjct 4169532
GCATCGCCGTGCCGTCCCAGTAGGCGTTCTCCACGCTGC
GCCCG 4169575

1asB (uall At g il o bl cdladed (¥) JS&
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Shjct 1183120
TTCCAACGACCTCAACACCTCGTTGCAGCGTCTGACCACCGGCT
ACCGCATCAACAGTGC 1183179

Query 121
CAAGGACGATGCTGCCGGCCTGCAGATCTCCAACCGCCTGTCCA
ACCAGATCAGCGGTCT 180

(A

Shjct 1183180
CAAGGACGATGCTGCCGGCCTGCAGATCTCCAACCGCCTGTCCA
ACCAGATCAGCGGTCT 1183239

Query 181
GAACGTTGCCACCCGCAACGCCAACGACGGCATCTCCCTGGCGC
AGACCGCTGAAGGTGC 240

(=i
Shjct 1183240

GAACGTTGCCACCCGCAACGCCAACGACGGCATCTCCCTGGCGC
AGACCGCTGAAGGTGC 1183299

Query 241
CCTGCAGCAGTCCACCAATATCCTGCAGCGTATCCGCGACCTGG
CCCTGCAATCCGCCAA 300

|||||||||||||||||||||||||||||||I|I||||||||||||||||||||||||||

Shjct 1183300
CCTGCAGCAGTCCACCAATATCCTGCAGCGTATCCGCGACCTGG
CCCTGCAATCCGCCAA 1183359

Query 301 CGGCTCCAACAGCGAC 316

(o
Sbjct 1183360 CGGCTCCAACAGCGAC 1183375
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Pseudomonas aeruginosa PA1 chromosome, complete genome
Sequence ID: ref[NC_002516.2|Length: 6264404Number of
Matches: 1

Features:

flagellin type B

Query 1
GGCCCTTAATGTCAACACGAACATTGCTTCCCTGAACACTCAGC
GCAACCTGAATGCTTC 60

(I ni—————w

Shjct 1183060
GGCCCTTACAGTCAACACGAACATTGCTTCCCTGAACACTCAGC
GCAACCTGAATGCTTC 1183119

Query 61
TTCCAACGACCTCAACACCTCGTTGCAGCGTCTGACCACCGGCT
ACCGCATCAACAGTGC 120
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Molecular Variation Study of Clinical Isolates of Pseudomonas aeruginosa
for 16SrRNA,pvdE, toxA, and phzM Genes Related with Virulence and
Characterization Features.

Ahmed M. Yousif Ahmed M. Turky Ahmed A. Sulaiman

E.mail :
Abstract:-

This study includes collection of 438 clinical samples from Ramadi Educational Hospital and 50 of soil
samples in period from Nov. 2014 to Feb. 2015, to isolate Pseudomonas aeruginosa and the resulted isolates were
divided into 40 clinical isolates form burns, wounds¢ urine and ear inflammation, and 10 from soil.Antiobiotic
sensitivity test were done against 12 antibiotic discs for all 50 selected isolates by disc diffusion method, and the
results indicated that all clinical isolates were resistance to three types of antibiotics(Penicillin, Ampicillin,
Amoxicilline) while they varied in their resistance to other antibiotics. The soil isolates were 100% sensitive to all
antibiotics except for penicillin and ampicillin were resistance with 60%and 70% respectively.

Also the molecular variation for these isolates for virulence factors were detected and the characterization of
bacteria was confirmed by checking 16SrRNA gene, after the specific primers were designed for each gene of
virulence which included apH,flcB and lasB also specific primer for 16SrRNA was designed. The results showed that
the characterization of bacteria was confirmed by 16SrRNA gene detection and sequence and the isolates contain the
virulence genes had some polymorphism in comparison with those in NCBI.
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