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IncRNAsI

microRNAs Medium and
siRNAs large RNAs
~18-25 nt 300-10000 nt or more
Post-transcriptional Small RNAs DNA imprinting,
gene silencing, (5noRNAS, SMRNAS, X-inactivation,
RNA interference. PIRNAS and others) DNA demethylation,
Gene transcription,
~20=300 nt Generation of other RNA
Modification of targets RNAs, classes, e.g.: miRNAs
Synthesis of telomeric DNA, and small RNAs,
Chromatin structure dynamics, Other functions.
Transcription modulation,
Structural role,
Gametogenesis (?)
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(Gilbert, L. (2012). Insect Molecular Biology and
Biochemistry, Elsevier, Amsterdam)
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