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Field survey and isolation of the causes of inflorescence rot disease

on palm trees and their molecular diagnosis
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Khalaf2017vi@gmail.com maadh.alfahd@tu.edu.iq
Abstract :

The study included conducting a field survey of the inflorescence disease in different re-
gions of Salah al-Din governorate and some cities of Nineveh, Kirkuk, Anbar and Diyala gover-
norates. Different pathogens were isolated from the fungus Mauginiella scaettae, which is the
main cause of the inflorescence disease, namely F.oxysporum, F. solani and Alternaria radicina
and knowing the rate of infection and the sensitivity of some different varieties of date palm
to infection with these causes. The field survey showed that the disease spread at a different
rate according to the regions, as the highest rate of infection reached 15.5% in Al-Sharqat
region - Salah Al-Din Governorate, 13.6% in Ishaqi, 13.2% in Samarra, and 13.2% in the rest The
governorates had the highest infection rate in Nineveh - Qayyarah district, which amounted to
14.8%, and the results of isolation showed the appearance of the two fungi Alternaria radicina
and F.oxysporum with a high rate of 93.3% and 86.6%. As for the isolation from dry taste, the
results of isolation showed the appearance of the fungus F. solani only. As for the results of
the field survey, it was found that the cultivars Khastawi, Khadrawi and Basrawi were the most
sensitive cultivars to inflorescence rot disease, where the infection rate was 19.5%, 15.5% and
13.5%, and the causes were diagnosed. Molecularly satisfactory using the Polymerase Chain
Reaction (PCR) technique, using the ITS1-ITS4 Universal Primer, which is used to amplify a
part of the ITS gene and compare it with strains in the genome bank. It was found that there
is a matching percentage of 99.45% for Alternaria radicina isolate and 99.44% for isolate M.
.scaettae and 100% of F.oxysporum isolate and 99.59% of F. solani isolate.

Keywords: Inflorescence rot, Mauginiella scaettae, field survey, molecular diagnosis.
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Material Volume
1-Taq DNA Polymerase 5U/ul
DNTPs 2.5mM
(10X) Reaction buffer 1X
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Primer Sequence (°C) Tm | (%) GC Product

Forward | 'TCCGTAGGTGAACCTGCGG -3 5'- 60.3 % 50 600

Reverse "TCCTCCGCTTATTGATATGC-3 5’ 57.8 %41 | basepair
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Final volume 25ul
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