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A field experiment was implemented on the research station affiliated to the College of Agriculture - University of Anbar during
winter 2021-2022, when the seeds of six genotypes of wheat (Mahmudiyah, Diyar, Wfiyah ,1, 17 and 25) were sown under
three levels of phosphate 108, 118 and 128 kg P,0s ha™. in split plot arrangement by randomized complete block design
(RCBD), with three replications, to Study genetic parameters and correlation for several genotypes of bread wheat Triticum
aestivum L. under Three levels of phosphorous fertilizer. The results of the analysis of the variance showed that there were
highly significant differences for all the studied traits and at each level of phosphate. The values of genetic variation were
higher than the environmental variations for all traits, and the characteristic of the number of spikes recorded the highest
values of phenotypic and genetic variations for all levels. The number of days of flowering gave the highest heritability in the
broad sense for all phosphorus levels, which amounted to 97.59, 96.49 and 98.77%, respectively. A negative and significant
genetic and phenotypic correlation appeared between the yield and number of days to flowering, number of days to maturity
through the second phosphorus level, while a positive and significant genetic correlation Between plant yield and weight of
1000 grains through the second phosphorous level.

wheat, coefficient of phenotypic, coefficient of genetic, heritability, correlation, genetic variation.
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* The above table shows that there are significant differences in the genotypes of flowering traits, the number of days to
physiological maturity, the number of spikes, the number of grains per spike, the weight of 1000 grains, the biological yield, and
the grain yield, especially for the first and second fertilizer level, where the significance was very high, as some traits with the
third level of phosphorus excelled and gave values high.
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* Most traits were characterized by the superiority of genetic variation over environmental variation, which was reflected in the
coefficient of phenotypic and genetic variation by giving distinct values in most traits. Also, due to the lack of environmental
variation, the values of genetic variation converged on phenotypic variation. This was reflected in the heritability ratios in the
broad sense, which were high and very high in some traits. It allows plant breeders to crossbreed or selects, especially at the
second fertilizer level of phosphorous.
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* The values of genetic and phenotypic variation provided negative and positive values. They showed a positive and significant
genetic correlation between the number of spikes with the biological yield through the second phosphorus level and a positive
and significant genetic correlation at the first phosphorus level. At the same time, there is a negative and significant genetic and
phenotypic correlation with the weight of a thousand grains across the phosphorus level. The first and third, when the number
of spikes recorded a positive and significant genetic correlation with grain yield at the first level. The number of spikes recorded
a negative and significant phenotypic correlation with the weight of a thousand grains at the first phosphorus level.
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* Correlation of flowering duration showed a negative correlation, genetically and phenotypically, with the yield at the second
phosphorus level. In contrast, the characteristic of the number of days from planting to physiological maturity was associated
with the number of spikes with a positive and significant genetic correlation across the second phosphorus level, while this
characteristic was associated with the weight of 1000 grains genetically and phenotypically negatively and significantly through
the third phosphorous level, while a significant genetic and phenotypic correlation was recorded with the quotient across the
second phosphorus level.
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* The traits were associated with the biological and total yield negatively and significantly genetically at the second level. At the
same time, the number of grains per spike recorded a negative and significant phenotypic correlation with the weight of 1,000
grains at the second level. It showed a positive and significant genetic correlation for the weight of 1,000 grains with the grain
yield and at the second phosphorus level. It showed a positive and highly significant genetic correlation of the biological yield

trait with grain yield across the first and third phosphorous levels. In contrast, this trait recorded a positive and significant
phenotypic correlation with the yield across the first and third levels.
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