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""Genetic Effect for Responsible gene on Fat percentage in Milk of

Friesian Crossbred with Local Breed in Babylon City"

Mohammed Hasan Dakheel

Abstract:

The aim of present study is to analyze the milk component by using milk analysis to
discover the genotype of DGATL1 gene for the samples, this gene is one of genes are
responsible for fat percentage in milk. The blood samples and milk samples were collected
from same samples. 40 samples from Frisian crossbred cattle with local Babylonian cattle
breeds were used in the present study, between October 2016 to May 2017 by using RFLP-
PCR. The milk samples were analyzed for each sample at Public health lab/ college of
Veterinary Medicine/ Al-Qasim Green University. DNA samples were extracted from blood.
The results indicated the precense of three genotypes of DGAT1 gene, namely KK, KA and
AA. KK genotype were present with all samples have high percentage of fat in their milk

while AA genotype were present with less percentage of fat in their milk.
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Forword : 5:GTA,CCT,GCA,AGA,CGC,TAC,CG-3 Reverse 5:
ACG,ATC, TTG,GGC,ACA,CAT,GCG-3.
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Table (1): Gene Frequency and Genotype of Friesian Crossbred.

Breed NO. Allele Genotype frequency H.W.E.
Frequency
A K AA |  AK KK| X[ Pvalue
Friesia | 40 0.60 0.40 | 0.425 |0.350 |0.225 |0.346 | 0.499
n
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Table (2): Genotypes and Milk Composition for Per Genotype.

Breeds | Genotypes Fat% Protein% Lactose%

Frisian | KK 4,09+ 0.206 | 2.36+0.051 3.74+ 0.120
AK 3.68+0.139 | 2.57+£0.251 4.14+ 0.086
AA 3.30+0.414 | 2.72+0.180 3.84+0.117
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