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MOLECULAR CHARACTERIZATION USING RANDOM
AMPLIFIED POLYMORPHIC DNA (RAPD) FOR TEN GRAPE
CULTIVARS (Vitis vinifera L.)

Hanan Ali Kareem Dr. Ali Saeed Atiya Al-Janaby

ABSTRACT :

This study was carried out at the Microbiology and Biotechnology lab , the
Animal Production Department , College of Agriculture , AL-Qasim Green
University during the period of 2015 and 2016 , grape cultivars were (Dis AL-
Anz , Halawany , shade beetha , shade sode , Kamali , beeth alhamam , Turky ,
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Frency , Makaoy and Salahi) sellected from three different Locations (AL-
Hashmia Babylon , AlboEsa and AL-manathra , Najaf ) to study the genetic
similarties and distances among grape cultivars using random amplifaied
polymorphic DNA (RAPD) , using 14 random primers in RAPD study , In this
study , random primers showed active polymorphism among cultivars except
(OPA1) primer was negative results and other primers were produced 161
bands including 33 monomorphic bands, 101 Polymorphic bands and 27
unique bands. The high number of polymorphic bands estimated about (80%)
was obtained with primer P123 and the OPO19 gave a less percentage of
polymorphic bands estimated about (23.07%) however , this primer gave a high
percentage of unique bands estimated about (30.76%) .The genetic cluster
analysis showed that high genetic similarity was present between shade beetha
and Shade soda estimated about (67% approximately) , with less genetic
distance estimated about (33% approximately ) , while the less genetic
similarity were between Dis Al-Anz and Makaoy (48% approximately) , with

genetic distance of estimated about (52% approximately).
Keywords : PCR, RAPD, Grape , Genetic similarity , Molecular

Characterization
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Table(1) primers used Random Amplified Polymorphic DNA Reaction (RAPD)
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Primers Sequence Length (mer)
5 —3

P 123 GGGATTCGAC 10
OPA 10 GTGATCGCAG 10
OPA 11 CAATCGCCGT 10
OPA 09 GGGTAACGCC 10
OPO 19 GGTGCACGTT 10
OPO 07 CAGCACTGAC 10
OPA 03 AGTCAGCCAC 10
OPA-11 CAATCGCCGT 10
OP-B16 TTTGCCCGG A 10
OPV10 GGACCTGCTG 10
OPQO04 AGTGCGCTGA 10
OPV18 TGGTGGCGTT 10
OPF 06 GGGAATTCGG 10
OPA 1 CAGGCCGTTC 10
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Figure (1) The results of electrophoresis for polymerase chain Reaction PCR
Leaf grape cultivars using 13 primer of RAPD markers . A= Dis AL- Anz , B=
Halawany , C= shade beetha , D= shade sode , E= Kamali ,F= beeth alhamam,
G=Turky, H= Frency , I= Makaoy, J =Salahi and M= DNA Ladder(100pb)
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Table (2) Total bands , Polymorphic bands, Monomorphic bands, Unique
bands and percentage , Primers Efficiency and Discriminatory value
resulting from the interaction of polymerisation 13 primer and using
Random Amplified Polymorphic DNA (RAPD) for ten Grape cultivars
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Figure (2) dendrogram of Genetic similarity for ten Grape cultivars
depended of Past program
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