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RELATIONSHIP OF GROWTH HORMONE GENE
POLYMORPHISM WITH GROWTH AND BODY
COMPOSITION TRAITS IN ROSS 308 BROILER

M. M. Al-Rekabi I. H. Al-dulaimi  O. S. Al-Obaidi
H. A. Al- Zadi A. H. Al-Dulaimi
ABSTRACT

This study was conducted at poultry farm in the Ministry of Science and
Technology/Agricultural Research Directorate, Animal resources and fisheries
center during the period from 23/3/2016 to 5/5/2016. The objective of this study
was to investigate the relationship between growth hormone gene polymorphism
and weight, weight gain and body composition in broiler (Ross 308). Blood
samples collected randomly before slaughter from experimental birds at the age
of six weeks. Genomic DNA was extracted and fragmented of 770 bp in size
amplified using PCR —RFLP method. To determin the restriction site in intron
lof GH gene for the birds of the experiment, Msplendonuclease and the
resultant digested products were run 1.7 agarose gel. Birds were slaughtered at
six weeks of age and body composition also determined. treatment of the
fragment at GH loci with Mspl restriction enzyme was reveled A1Al, A1A2 and
A2A2. According to the result, The genotype A1Al recorded (529 and 241 bp),
AlA2 (529, 373, 241 and 156), A2A2 (373, 241 and 156) respectively. The
comparison of the least square means of different genotypes indicated that
polymorphism in the GH gene was significantly associated with body weight,
weight gain, leg weight, breast weight at six weeks of age (p <0.05). According to
the results, GH gene could be candieted gene that can affect some body
composition traits in broiler chickens (Ross 308).
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