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MOLECULAR DETECTION OF SKC1 GENE RESPONSIBLE
FOR SALINITY TOLERANCE AND STUDYING ITS GENE
EXPRESSION IN THE GERMINATION OF SOME LOCAL

VARIETIES OF RICE Oryza sativa L.

E. N. Ismail A. S. Abed
D. M. Majeed A. M. J. Al-Jibouri
ABSTRACT

Rice is considered as a sensitive crop to salt stress, particularly in seed
germination stage and varieties tolerance difference based on their genetic
characteristics or genetic content. The current study aimed to investigate one of the
important genes responsible for rice tolerance under salinity stress condition (SKC1)
in seven local varieties of rice: Amber Al-Baraka, Amber-33, Yasmin, Furat-1,
Bouhoth, Mushkhab-1 and Mushkhab-2. RNA was extracted from the leaves of these
varieties at 45 days after they were grown at the salted level (15 dS/m), as well as the
control treatment (3 dS/m), and the study of their gene expression subjected using
the molecular technique SYBR Real time PCR. The results showed that the two
cultivars, Mushkhab-1 and Mushkhab-2, were reveal SKC1 gene high expression,
which is associated with salinity tolerance when compared with other studied
cultivars. While the two cultivars, Furat-1 and Bouhoth were considered relatively
salt-tolerant or semi-tolerant, because the SKC1 gene expressions to them were
relatively high compared with the control treatment. The varieties that the
experiment confirmed its sensitivity to salinity are Amber Al-Baraka, Amber-33,
and Yasmin, since the amount of gene expression did not appear any significant
difference or expression after exposure to salt tolerance compared with the control
treatment.
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