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Step Temperature Time No. of cycles
Pre - Denaturation 94 °C 5 min 1
Denaturation 94 °C 1 min
Annealing 36°C 1 min 40
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Final Extension 72°C 7 min 1
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THE GENETIC DISTANCE USE RANDOM AMPLIFIED
POLYMORPHIC DNA (RAPD) MARKERS FOR TOMATO
MUTANT SELECTION UNDER SALT STRESS

A.W.A. Al-Juboori Kh. A. Alwan
ABSTRACT

The study was conducted at the Department of Horticulture and
Landscape Gardening, College of Agriculture, University of Baghdad during the
growing seasons of 2013 and 2014 to study the genetic distance of selected

mutants (M2) designated (9A 5 2SA+6A s 2SA 9 4SA+3A) under salt stress using

the Random Amplified Polymorphic DNA (RAPD) markers. The analysis of the
genetic distance of these selected mutants in addition to control plants was
carried out. The results showed the similarities and differences between the
selected mutants. The highest rate of similarity corresponds to less genetic

distance (0.02) between select 9Ay 2SA+6A and the distance 0.50 selected

between 2SA and 4SA+3A. The results also showed that the highest genetic
distance was among the Red Stone and among the other lines was (1) there was
also a similar genetic distance (1.00) between 9A and 2SA and between 9A and
4A + 3A, also between 2SA and 2SA + 6A, as well as between SA + 6A and 4SA +
BA.
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