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EFFECT OF POLYMORPHISM OF CALPASTATIN GENE,
ON CARCASS MEAT TENDERNESS OF
LOCAL AWASSI SHEEP
A.G. Naeemah* W. A. Abraheem**
ABSTRACT

This study was conducted at the Animal Farm pertaining to the College of
Agriculture, University of Baghdad, laboratories for Genetic Resources Unit /
Directorate of Animal Resource, Ministry of Agriculture.The aim of the study
was to determine the genotype effect of Calpastatin gene on some characteristics
of meat quality for Awassi sheep. Forty local Awassi sheep (20 males and 20
females) with different ages were used in this study. Samples of blood and
Longissimus dorsal (LD) and Biceps femoris (BF) muscles were taken and
included in this study. Polymerase chain reaction (PCR) and PCR-RFLP
techniques using Mspl restriction enzyme were employed currently to identify
the genotype effect of the gene. The genotype distribution percentage for
Calpastatin gene in Awassi sheep sample were 75.00 and 22.50 and 2.50% for
MM, MN and NN respectively. The variation among these percentages were
highly significant, concomitantly with the appearance of M and N alleles. The
replication of alleles was 0.86 for M and 0.14 for N. . The genotype effect of the
Calpastatin gene on flavor and juiciness was significant (P<0.05), being NN was
superior in these values (5.0 and 3.16 respectively) followed by MN and MM. The
meat tenderness and overall palatability did not significantly differ with different
genotypes. Highly significant (P<0.01) differences were showed in pH, 24 hours
after-slaughtering in LD muscle with different genotypes of the gene . In
conclusion, it is possible to adopt the genotypes of Calpastatin gene as a marker
for selection programs in sheep for improving meat quality and production, and

increase the economic income of these schemes consequently.

* Ministry of Agric.-Baghdad, Irag.
**College of Agric . - Baghdad Univ. - Baghdad, Irag.
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